Spotlight on…Hans Eklund  by Ruffell, Daniela
Spotlight on. . .
Hans Eklund
FEBS Letters 582 (2008) 153–153Recently retired from his position as Professor in Structural
Molecular Biology at the Swedish University of Agricultural
Sciences in the Biomedical Center in Uppsala, Sweden, Hans
Eklund is now continuing as Professor Emeritus. Despite his
senior position, he still maintains a young boys mischievous
glint in the eye and a quiet, good-natured smile when deep into
conversation. He is one of the most requested Editors by our
authors, and he is equally appreciated by the FEBS Letters
Editorial Oﬃce.What are your main scientiﬁc interests?
In the lab, we endeavour to solve the structure of enzymes in-
volved in deoxynucleotide synthesis. One of our major projects
is the structure of ribonucleotide reductase, the enzyme that
makes deoxyribonucleotides for DNA synthesis from ribonu-
cleotides. The protein is composed of two subunits. We were
the ﬁrst to solve the structure of the R2 subunit [1], which
has interesting free radical chemistry. We observed a di-ion
center, close to a tyrosine residue, which stores a free radical
[2]. Subsequently, the structure of the R1 subunit was solved
[3], and since then we have been working on the R1–R2 com-
plex. Unfortunately, we havent been able to crystallize a pro-
ductive form of the complex yet. However, once the structure
of this enzyme is fully understood, drugs could be developed to
inhibit its activity and impair cell growth. This would allow an
important step forward in cancer therapy.
My other areas of interest are redox and metal enzymes [4].Which do you ﬁnd the most challenging part of crystallography,
and which the most exciting?
Getting good crystals is certainly the biggest challenge. Years
ago, we had managed to obtain crystals from the R1–R2 com-
plex, but the moment they were placed in the X-ray beam they
disintegrated! At the time X-ray machines didnt come with a
cooling system, and trials in the cold room were in vain. Today
we have the technology, but we were never able to reproduce
the crystals.
The most exciting part about crystallography is ﬁnally seeing
how the protein looks, and thereby understanding how it func-
tions. I still remember the thrill I felt the day I managed to ﬁt a
tryptophan in the electron density at the surface of the protein,
and a hydrogen bond system to the buried iron center ap-
peared. This meant that the free radical could be transferred
by a bonded system. Its like a puzzle: once the right piece ﬁts
in, the picture suddenly looks clearer. There have been around
a hundred publications on this transfer thereafter.0014-5793/$32.00  2007 Federation of European Biochemical Societies. Pu
doi:10.1016/j.febslet.2007.12.018How was your ﬁrst encounter with FEBS Letters?
It was back in 1974, when we solved the structure of alcohol
dehydrogenase from horse liver. We had sent the abstract to
the FEBS meeting in Budapest. Our abstract was selected
and later published in FEBS Letters [5].How were structures solved in 1974?
At the time, solving a structure was all but trivial, as all our
data collection had to be done manually and in a cold room.
It started with a phone call from the slaughter house, announc-
ing that a horse liver was available. The horse liver produced
grams of protein, which was puriﬁed and crystallized in dialy-
sis bags. Then, a new crystal was mounted on the diﬀractom-
eter every day, and data were collected from hundreds of
crystals, at the rate of one reﬂection at a time. This process
alone took a whole year. The electron densities were drawn
on big pull-down transparent screens. Up to ﬁve screens could
be pulled down at the same time and viewed through a semi-
transparent mirror, which would reveal the structure in a three
dimensional manner. This view was then used to build a brass
model of the structure. This ingenious method had been devel-
oped by Fred Richards. We still have that brass model on dis-
play in the Biomedical Center in Uppsala.A brief search on the web highlights at least four famous Hans
Eklunds. One, of course, is the scientist, one was a music
composer, one is a football player, and one was a victim of the
Titanic. If you could exchange lives for a day with one of the
other three, who would you like to be?
Not the Titanic victim, perhaps, should I accidentally live the
day of the wreckage. . . Since I enjoy listening to music and
going to concerts, I guess I wouldnt mind being the composer.Besides music, what do you like to do in your spare time?
During cold winters, I like to go ice skating on frozen lakes.
Sometimes you get to have the whole lake to yourself. If it is
windy enough, you can glide away and cover considerable dis-
tances. However, in that case I often need to take the bus back
to the point I set out!
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